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Abgtract : The chromosome variation and change of DNA were studied by usng the progeniesof regen-
erated plants derived from the single cell culturein vitroin wheat , to study the changesof genetic var-
iation in the progenies derived from the regeneration plants, and to provide theoretical evidence for u-
sng somaclonal variation in crop improvement. The results showed that the chromosome behavior of
pollen mother cell at meios s was abnormal , the chromosome number of pollen mother cell at diakine-
sis and somatic chromosome number changed in progeny regenerated plants, compared with the uncul-
tured parent. The range of changes was very widein the early generations. Along with the increase of
generation in the propagation of regeneration plants, the change of chromosomal behavior of pollen
mother cell at meioss and somatic chromosome number were stable gradually , and the changes were
not stable until thefifth generation. The total DNA from the different linesin the ninth generation de-
rived from the regeneratied plants with stable agronomic characters was amplified by RAPD-PCR. The
results showed that the variation at the level of DNA existed, and deletion of the special bandsin dif-
ferent lines from the regeneratied plants were observed compared with the uncultured parent. The
lines with deletion of special DNA band have lower height and earlier maturity.
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1. Chromosome bridge; 2, 3. Micronucleus;4 ,5. Chromosome sticking during the melos s anaphase of pollen mother cell ; 6. Quad-
ripolar spindle; 7- Pentad; 8. Hexad; 9. Cycle chromosome; 10. Lagging chromosome; 11. The only nucleus divison of pollen mother
cel ; 12. One chromosome; 13. Two chromosomes; 14, 15. Three chromosomes; 16. 9x chromosomes.

1
Fig.1 Chromosomal behavior of pollen mother cell from the progenies of regeneratied plants

1 Rs (%)
Table1l Percentage o pollen mother cell with different chromosome
number derived from different lines in Rs generation

(%)
Lines Percentage of pollen mother cell NC
n<5 5<n<10 10<n<15 15<n<20 n=21 21<n<25

2221c47 14.00 10. 00 22.00 32.00 20.00 2.00 50
2221d-2 0.00 0.00 5.41 21.61 70.27 2.70 37
3332-8 0.91 0.91 2.73 50.91 40.00 4.55 110
3332-9 0.00 2.44 21.95 39.02 17.07 19.05 41
333231 9.18 5.04 22.33 32.93 30.52 0.00 56
3332-106 1.35 1.35 7.26 49.35 40.64 0.00 90
352-4 3.89 0.00 0.00 1.85 94.26 0.00 86
CK(NE124) 0.00 0.00 0.00 0.00 100. 00 0.00 72

n. 'NC. 2 3

Notes: n. Chromosome number of pollen mother cell at diakiness. NC. Total number of the pollen mother cells observed at diakine-

ds. The same are asin table 2 and table 3.
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Table 2 Change of somatic chromosome number in the root tip of
seedlings derived from regenerated plant in generation R
(%)
Li Percentage of pollen mother cell NC
Ines
2n<21 21<2n<30 30<2n<42 2n=42 2n >42
CK(NE124) 0.00 0.00 0.00 100.00 0.00 30
2221d2 0.00 9.46 17.57 72.97 0.00 74
3332-31 10.34 6.90 20.69 55.17 6.90 58
3332-106 3.85 3.85 28.85 55.76 7.69 52
Notes:2n =6x =42.
3 R Rs
Table 3 Change of somatic chromosome number in the root tip of seedlings
derived from regenerated plant in generation Rs and Rs
(%)
Percentage of pollen mother cell
Progenies Lines = B NC
2n- 4 2n- 3 2n- 2 2n- 1 2n 2n+1
R4 CK(NE124) 0.00 0.00 0.00 0.00 100. 00 0.00 30
12291-1 0.00 2.80 0.00 8.30 88.90 0.00 36
22211 1-7 2.00 0.00 0.00 0.00 98.00 0.00 50
3132-4 0.00 2.90 0.00 0.00 94.20 2.90 35
3332-31-53 0.00 3.30 3.40 3.30 90.00 0.00 30
3332-106-7 0.00 0.00 0.00 0.00 96.70 3.30 30
3332-106-38 0.00 2.80 2.80 0.00 94. 40 0.00 36
412(1)-23 6.60 2.30 2.30 4.40 84.40 0.00 45
442(3)-1 3.30 6.70 0.00 0.00 86.70 3.30 30
Rs CK(NE124) 0.00 0.00 0.00 0.00 100.00 0.00 30
12291-1 0.00 5.90 0.00 0.00 94.10 0.00 51
22211a1-7 2.00 0.00 0.00 0.00 98. 00 0.00 50
3132-4 3.30 0.00 0.00 3.20 90.30 3.20 31
3332-31-53 3.30 0.00 0.00 0.00 96.70 0.00 30
3332-106-7 0.00 3.30 0.00 0.00 96.70 0.00 30
3332-106-38 0.00 1.90 5.80 1.90 90. 40 0.00 52
412(1)-23 0.00 6.60 0.00 0.00 93.40 0.00 30
442(3)-1 5.70 0.00 0.00 0.00 94.30 0.00 53
Notes:2n=6x =42
2.3 2n =42
2.3.1 (R2) , ,
, 18 44 2n =42
, , , 72.97 %,
55.17 %, 3332-31
( 2 R> 3 3332-106
2.3.2 R Rs



5 DNA - 785 -
(Rs) 8 6 , (R1 R2)
8 2n =42 ,
84 % , ,
Rs ,2n=42 DNA
90 % , )
; DNA
, 98%( 3)
Rs , DNA
4 OPF13 , ,
Table 4 Bandsamplified by primer OPF13
Bands NE124 250 ,

OPF-131088 1

OPF-13726 1 '

OPF-13565 1 0

R2 Karp
2.4 DNA M addock!*®! (18]
RA PD- PCR
28 DNA ' R
OPF13 , NE124 DNA
: (D)
3332-31-53( 250 ) DNA OPF13 , '
565 bp OPF-13565
( 2 4) ,
1 (2) ( RA PD- PCR
) DNA

M NEI248300S250 S67 S114 S265

565 bp
The arrow indicate the band of 565 bp was absent
2 OPF13

Fig.2 Bandsamplified by primer OPF13
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